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Results
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selectivity, precision, and achieve rapid analysis
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time. With DART gas temperature and grid R#=0.995 : R*=0.999
voltage optimized at 350°C and 50 V,
respectively, unigue MS/MS transitions,
collision energies, and MS scan times were
successfully identified for 1-16. DART-MS
analysis of the synthetic cannabinoid panel
resulted in good linear correlation of R2>0.99
for all measured analytes and a recovery
between 89 and 110% for all 16 analytes
across the defined calibration ranges. The
reported lower level of quantitation (LLOQ) for
all analytes is at or below common |A
screening cutoff values of between 0.1 to 5
ng/mL for the synthetic cannabinoid panel. In a .
representative cross-validation plot of positive ra .
urine samples (n=20) the butanoic acid ; .Q?”. Conclusion
metabolite of MDMB 4-en PINACA : ;

| MDMB 4-en PINACA Butanoic Acid Metabolite by DART-MS
concentrations ranged from undetectable to (ng/mL)

362 ng/mL with a mean value of 170.5 ng/mL Chromatography-free workflow is viable

+15.2. Measurements using The newly Fig. 3 Correlation between MDMB 4-en PINACA butanoic acid metabolite (10) measured by and dynamic alternative to current IA UDS

d€V€|Op€d DART-MS method were well DART-MS and L.C-MS (ﬂ=20) assays
correlated with LC-MS measurements

(R2=0.995, p<0.05 ) with a slope of near unity at Summary
0.95. The results in this work indicate that this
rapid chromatography-free workflow using
DART-MS for quantitative screening is
sufficient at detecting all 16 analytes at or
below the common cutoff values without the
nigh rate of false positives associated with |A
pased screening approaches.
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Fig. 2 Calibration curve for 4-FI-MDMB Butica (3) in urine
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MDMB 4-en PINACA Butanoic Acid Metabolite by LC-MS

Quantitative screening method cross-

The results presented herein demonstrate the suitability of validated with LCMS measurements

the DART-MS workflow as a rapid, quantitative, and
selective alternative to conventional |A-based urine
screening by offering a quantitative screening method with
the benefits of minimizing false positives typically
associated with |A based screening, avoiding costly and
unnecessary chromatography-based confirmatory testing.
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