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S 1 = = DART-QTOF-MS for truffle authentication offers:
 High throughput analysis enabled by short analysis times of 15 s per sample
« Chromatography-free workflow reducing solvent consumption
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In  this study, we developed a
comprehensive workflow for the
differentiation of different black truffle
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(DART) ionization in combination with High analysis identification " ol /T » Increased information depth through high resolution mass spectrometry and MS/MS

Resolution Mass Spectrometry. fragmentation capabilities

Fig. 4 Annotation tools in MetaboScape for the tentative annotation of the potential marker compounds.

Fig.1 Workflow for the analysis of black truffles. It covers the data Annotation can be performed by either spectral library search or a workflow for complete unknowns based on DART_QTO F-MS
acquisition using the DART JumpsShot source coupled to the HRMS information for the accurate mass, the isotope pattern as well as MS/MS fragments (Top). lllustration of
impact Il VIP QTOF-MS and the data evaluation in MetaboScape. the 3-Step workflow for the feature m/z 147.0661 (Bottom) .
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